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Specific Motif 
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Tt : Thermus thermophi lus HB8. Ec : Escherichia coli, Aa : Aquifex aeolicus. 
Hp : Helicobacter pyroli. Hi : Haemophilus influenzae Rd. 
Sc : Saccharomyces cerevisiae. Dm : Drosophila melanogaster 
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